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antibodies which react with the native form of the 
molecule . 



Sequence Listings 
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Information for SEQ ID1 
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i) Sequence characteristics 
A Length: M78 

B Type: NucPeic acid 

C Strandednes^^ Single 

ii) Sequence description 



67 GTG TCA ACC TGG TTG ATA CGT AGT GGT GAA CCT GTG CAA CAC 
20 CGC ACT GAA TTC CCG TTC 

• 127 ATC GCA TTC TTA ACG ACA )£AG AGA ACA ATG TGT ACA GST TCA 
CTA GTC TCA ACG AGA GCA 

25 18 7 GTA CTC ACA GCT GGT CAT TGT ^TT TGC TCA CCA TTG CCA GTG 
ATT CGG gtaaga gatcgactg 



250 

aaacacattgttgctcaatgtaatcgattgatt&^acagacagtgtttgcgtgtg 
30 cgtgcgtttgtgtttgtgtatgca 



329 gtgggtttgcataga ttttaat gtctatatacttqqt^tta tttcaq GTT TCA 
TTT CTC ACA CTG AGG AAT \ 
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400 GGC GAC CAA CAA GGC ATC CAT CAC CAA CCG TCT GGA GTT AAG 
GTG GCA CCA GGA TAC ATG 

... « „ „ „ Ju - - - - - ~ - - 

ACA CTC AGT GGA TTC GAT \ 

520 ATT GCA ATT GTA ATG CTG GCT CAA ATG GTC AAC TTA CAG AGT 
GGA ATC AGA GTG ATC AGT \ 



580 CTG CCA CAG CCA TCG GAT ATC CCG CCA CCT GGA ACT GGT GTT 

TTC ATT GTT GGT TAT GGA \ 

64 0 AGG GAT GAT AAC GAC CGT GAT UCG TCA CGT AAG AAT GGT GGA 

ATA TTG AAG AAA gtgagtt \ 



gttggtgaataaacgacatgactcagtcgtca>gtcagatgtcagtcagttattct 
gtgtgtctgtgtatctgtttgtgt \ 



gtctgtctgtctacctgatccggttgttgtattggAcagag ccttgat aataaca 
actgtgtttggatgactttgtgac \ 



agttcagtagcagagtgatttccatctcggtcattgtgttggtgaggtgaggtga 
cgtgatgtgaggtgagttgaggta ^ \ 




701 



780 



859 



938 \ 

gattggatgggatggaatgtgatgtgatgggatgattgagacoacttggaggaga 
gaagactcatgaaatatctatgca \ 
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1017 

aacgatggaagtgtgttbtgtacatgaagtagggggtcaatgtgtttgagtatgt 
gtttggagagtggtgagatgga\ga 

5 1096 

gtgacttgatcgtcgaatat^agtgcacatgtgattgtatgtggactattgttgtg 
tgggtagtgtaaagggtggatatt 

1175 \ 

10 gtgccagttgatattttcgaaattcacttgtgtgttttgttttgttccgttgtgt 
tttgttctttctcatctgtactgt 

12 54acgttgttgtactgtactgttgtt4tggttgtttgtttgcaccacag GGT CGA 
GCG ACT ATA ATG GAA TGC 
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1325CGA CAT GCG ACC AAT GGC AA^ CCT ATA TGT GTG AAA GCA GGT 
CAG AAT TTC GGA CAG TTA 



138 5CCC GCT CCA GGT GAC AGT GGT 
20 CAA GGT CCA GTA CTC GGT 



CCT CTC CTC CCA TCC CTT 



14 4 5GTC GTA TCA CAT GGT GTC ACA CTQ CCA AAC CTT CCC GAT ATC 
ATT GTC GAG TAT GCC AGT 



25 1505GTG GCT AGA ATG TTG GAT TTT GTA CGC TCC AAT ATT TGA 



Information for SEQ ID2 (Exon 2) 

i) Sequence characteristics 

A. Length:\ 106 

B. Type: Pnotein 

C. Strandedness : Single 

D . Topology : \Linear 

ii) Sequence description 
VSFLTLRNGD QQGIMHQPSG VKVAPGYMPS 
CMSARQRRPI AQTLSGFDIA IVMLAQMVNL 

QSGIRVISLP QPSDIPP^GT GVFIVGYGRD 
DNDRDPSRKN GGILKK \ 



10 



* 
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Information for SEQ ID3 

i) Sequence characteristics 

A. Lengthy 16 

B. Type: Protein 

C. Strandedness : Single 

D. Topology: Linear 



ii) Sequence description 
VGYGRDDNDR \p S R K N 



